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Introduction
• Former PXWEB

• Dedicated to ESRF: talking to DNA, ProDC, SMIS, User 
Office

• Cope with the industrial requests: remote service
• Compatible with sample changer : pipeline mode

• New ISPyB (Information System for Protein crystallographY
Beamlines)

• Joint development: ESRF, SPINE, eHTPX
• Collaborations: EBI, BioXHit, DNA, ESRF information system 

group
• Integrates all PXWEB features
• Compatible with others projects (BAG submissions and reports), 

maintenance inside ESRF
• Using Web services



What is ISPyB ?

• ISPyB database

• All data and parameters linked to the samples, 
shipments, data collections are stored

• ISPyB web application

• Electronic log book
• Remote or on-site access to the database
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ISPyB demo

1) From outside laboratory : preparing shipments
1) Retrieve new sample sheets
2) Create new crystal form
3) Create a shipment with samples

2) From ESRF:
1) Select a shipment for processing
2) Log-in to the Data collection GUI
3) Access samples prepared for experiment

3) View data collection and results 

4) Search through old data
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ISPyB demo

1) From outside laboratory : preparing shipments
• Retrieve new sample sheets
• Create new crystal form
• Create a shipment with samples

2) From ESRF:
1) Select a shipment for processing
2) Log-in to the Data collection GUI
3) Access samples prepared for experiment

3) View data collection and results 
4) Search through old data



Interest of ISPyB
for MX users today

• Electronic logbook : 
– Long term tracking of experiments (stored in the 

database)
– Remote tracking by colleagues at home while the 

experiment is being performed
• Search per protein acronym over last X months
• Shipment form: a way to communicate information 

from all crystallographers in the lab to the 2 lab-
delegates who are doing the experiments at ESRF 



How to use it ?

• From outside : https://ssl.esrf.fr/ispyb (today 1 
log-in at a time from outside on the same 
account)

• From inside : http://ispyb.esrf.fr:8080/ispyb

• Help on ESRF web pages : 
http://www.esrf.fr/UsersAndScience/Experiments
/MX/Software/ispyb

https://ssl.esrf.fr/ispyb
http://ispyb.esrf.fr:8080/ispyb
http://ispyb.esrf.fr:8080/ispyb
http://www.esrf.fr/UsersAndScience/Experiments/MX/Software/ispyb


Contacts

ISPyB : ispyb@esrf.fr

Stéphanie Monaco : monaco@esrf.fr

Solange Delagenière : delageni@esrf.fr
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